CURRICULUM VITAE

Name: 
Andrew D. Hollenbach, Ph.D.

Business Address:
Louisiana State University Health Sciences Center Department of Genetics 


533 Bolivar Street, CSRB Room 644 


New Orleans, LA  70112

Business Telephone
(504) 568-2431
Business Telefax:
(504) 568-8500
Business email Address:  aholle@lsuhsc.edu

Citizenship: 
US Citizen
Education:


Undergraduate:

1985 – 1989
Bachelor of Science (cum laude) in Chemistry, The University of Delaware, Newark, DE

Graduate:

1989 – 1995
Ph.D. in Biochemistry, Johns Hopkins University School of Hygiene and Public Health, Baltimore, MD

Post-Doctoral Fellowship:

1995 – 2001
Department of Genetics, St. Jude Children’s Research Hospital, Memphis, TN

Academic, Professional, and Research Appointments:

1989 – 1995


Graduate Researcher, Johns Hopkins University School of Hygiene and Public Health, Baltimore, MD

1995 – 2001


Postdoctoral Research Fellow, St. Jude Children’s Research Hospital, Memphis, TN

2001 – 2003


Research Associate (non-tenure track faculty), St. Jude Children’s Research Hospital, Memphis, TN

2003 – present
Assistant Professor of Genetics, Louisiana State University Health Sciences Center, New Orleans, LA
Membership in Professional Organizations:

2006 – present 
The American Society for Human Genetics

2009 – present
The American Society for Biochemistry and Molecular Biology

Awards and Honors: (include sabbaticals)

1993
The Harry D. Kruse Award in Nutrition and Public Health, The Johns Hopkins University School of Hygiene and Public Health, Baltimore, MD

2006
Louisiana Cancer Research Consortium Immediate Response Award.  A one-time award ($22,900) to provide funds for the recovery of reagents and supplies lost during Hurricane Katrina.

Teaching Experience/Responsibilities:

 My continuing teaching responsibilities include delivering lectures to the graduate students in the Interdisciplinary Program in the School of Graduate Studies and to graduate students in the Department of Genetics.  My teaching responsibilities have evolved from presenting a single lecture within the Department of Genetics in 2003 to being the course director for two of the four primary courses required of all interdisciplinary students within the Graduate School (Introduction to Molecular Biology and The Control of Gene Expression).  In addition, I have assisted in the development of an upper level graduate course in Cancer Molecular Genetics.  Students in my courses are evaluated through a series of take home problem sets that test their ability to apply concepts learned in class to real-world scientific data, and in-class exams that test their comprehension of these same concepts.  I meet with the students outside of class to answer questions and to clarify issues and concepts.  I spend a significant amount of time updating and preparing lectures and developing and grading problem sets and exams.


In addition to my classroom teaching, I am presently the major advisor for two graduate students and I serve on the thesis committee for five additional students.  I have successfully trained one postdoctoral fellow, I was the major advisor for a student who received her Ph.D. in 2009, I served on the committees of three students who have graduated in the past five years, I have trained eight research interns, and I have trained two summer students.

Course/Clerkship/Residency or Fellowship/CME Directorships:

2004 – present
Course Director, GENET299, Seminar in Human Genetics, Medical School Program in the Department of Genetics.  In this capacity I am responsible for scheduling the Departmental student seminars, resolving any scheduling conflicts that arise, and evaluating the performance of the students.

2007 – present
Course Director, INTER122, Introduction to Molecular Biology, Graduate School Interdisciplinary Program.  A course of ten lecture sessions, two in class examinations, and four take home problem sets in the basic concepts of molecular biology.  In this capacity I am responsible for developing the curriculum for the course and annually updating the material covered to include the latest scientific developments.  I am also responsible for developing and organizing the in class examinations and the take home problem sets and scheduling additional faculty to assist me in lecturing.

2007 – present
Course Director, INTER123, The Control of Gene Expression, Graduate School Interdisciplinary Program.  A course of eleven lecture sessions, one in class examination, and four take home problem sets in multiple aspects of gene regulation (transcriptional regulation, epigenetic regulation, etc.) and how gene regulation contributes to such biological processes as development and the diseased state. In this capacity I am responsible for developing the curriculum for the course and annually updating the material covered to include the latest scientific developments.  I am also responsible for developing and organizing the in class examination and the take home problem sets and scheduling additional faculty to assist me in lecturing.

Curriculum Development/Implementation:

Along with Dr. Tomoo Iwakuma (Department of Genetics) and Dr. Suresh Alahari (Department of Biochemistry and Molecular Biology) I redeveloped an upper level graduate class Cancer Molecular Genetics and Applications.  This is a course of twelve lecture sessions in cancer genetics given to upper level graduate students.  Along with Drs. Iwakuma and Alahari I was responsible for all aspects of planning and organization of the topics to be covered along with arranging expert faculty to present each lecture.  This course covers the diverse aspects of the molecular and genetic mechanisms that contribute to the development of various different forms of cancer and malignancy.

Creation of Enduring Teaching Materials NONE

Formal Course Responsibilities – Lecture, Lab, Seminar/DxR/Ethics (all schools and all levels, undergraduate, graduate, resident, fellow, post-doctoral instruction; note number of hours/year and number of years involved in aggregate)

2003 – 2004
Lecturer, GENET 231, Basic Human Genetics. Lectured 1.5 hours per year on the topic of the control of gene expression and its contributions to normal biological processes and the diseased state.

2004 – present
Course Director, GENET 299, Seminar in Human Genetics, 2.0 lecture hours per year.  I am responsible for scheduling the seminars for the Department of Genetics student seminar series and monitoring the performance of the students in these seminars.

2004
Lecturer, BIOCH 240, Molecular Biology.  Lectured 5.0 hours per year on the topic of transcription factor structure and function.

2005 – 2006
Lecturer, INTER 123, Control of Gene Expression.  Lectured 4.0 hours per year on the topic of transcription factor structure and function.

2007 – present
Course Director, INTER 122, Introduction to Molecular Biology.  In addition to directing the course, I lecture 15.0 hours per year on the topics of Introductory Materials (a brief history of Molecular Biology), Molecular Methods, Chromatin Structure, General Transcription (Prokaryotic and Eukaryotic), RNA Processing, and General Translation (Prokaryotic and Eukaryotic).

2008 – present
Course Director, INTER 123, The Control of Gene Expression.  In addition to directing the course, I lecture 10.0 hours per year on the topics of Prokaryotic Gene Regulation, Eukaryotic Gene Regulation, Regulatory RNAs, and Model Organisms.

Departmental/Interdisciplinary Conferences – Morning Report, Grand Rounds, Tumor Board, Departmental Seminar Series, etc

2003 – present
Co-director of the Department of Genetics Seminar Series.  Along with Dr. Fern Tsien (Department of Genetics) I am responsible for organizing the seminar schedule and running the Department of Genetics seminar series.

Special Clinical Rounds – Chairman’s rounds, Chief’s Conference, etc. – not applicable

Teaching Awards: NONE

Graduate Students Trained – Dissertation advisor: 
2005 – 2009
Alpa Sidhu – Dissertation title: “FOXO1a: Identification of Direct Transcriptional Targets.” (Ph.D. degree awarded 2009)

2005 – present
Kevin Dietz (expected defense date Spring 2010)

2009 – present
Aditi Iyengar (expected defense date Spring 2013)

Thesis and Dissertation Committees:
2003 – 2004
Timothy Wakeman (Department of Genetics – Ph.D. awarded 2004)

2003 – 2006
Miriam Mancuso (Department of Genetics – Ph.D. awarded 2006)

2005 – 2008
San San Ng (Department of Genetics – Ph.D. awarded 2008)

2006 – present
Siddhesh Aras (Department of Microbiology, Immunology, and Parasitology)

2007 – present
Mohamed Abdraboh (Department of Pathology)

2008 – present 
Amber Washington (Department of Microbiology, Immunology, and Parasitology)

2009 – present 
Ryan Bonvillain (Department of Genetics)

2009 – present 
Purvaba Sarvaiya (Department of Biochemistry)

Research Interns Trained:
2003 – 2004
Ayan Banerjee (Ph.D. Department of Genetics Student)

2004 – 2005
Alpa Sidhu (Ph.D. Department of Genetics Student)

2004 – 2005 
Scott Ditch (Ph.D. Department of Genetics Student)

2006 Alain D’Souza (Ph.D. Department of Genetics Student)

2006
Kevin Dietz (Ph.D. Interdisciplinary Student)

2006
June D’Angelo (Ph.D. Interdisciplinary Student)

2009
G. Leo Schilling (Ph.D. Interdisciplinary Student)

2009
Aditi Iyengar (Ph.D. Interdisciplinary Student)

2004 – 2005
Ray Scioneaux (B.S. Student at Xavier University)

2008
Hayes Young (St. Martin’s Episcopal High School Intern)

Research Staff Trained:
2003 – present 
Patrick Miller, M.S., M.P.H.

Post-Doctoral or Post-Residency Fellows Trained:

2006 – 2008
Kelly Johanson, Ph.D. (Present position - Assistant Professor, Tenure track, Department of Biochemistry, Xavier University, New Orleans, LA)

Grants and Contracts: (note role on grant; i.e. PI, co PI, consultant, etc)

Funded

1.
“Mechanism of regulation for the oncogenic Pax3-FOXO1 in Alveolar Rhabdomyosarcoma”


Funding Agency: The National Cancer Institute

Grant Number: 1 R01 CA138656

Role on Grant: Primary Investigator (50% effort)

Funding Period: 6/01/09 – 3/31/14

Direct Costs (Total Grant Period): $1,037,500


The major goals of this project are to determine how phosphorylation regulates the biological activities of the myogenic transcription factor Pax3, identify the kinases that perform these phosphorylation events, analyze how the oncogenic fusion protein Pax3-FOXO1 present in ARMS alters this normal regulation, and characterize how phosphorylation contributes to the known ARMS phenotypes.  This application was ranked second among all applications from new investigators.

2.
“The role of phosphorylation in the promotion of the solid muscle tumor Alveolar Rhabdomyosarcoma”


Funding Agency: National Institutes of Health, Centers of Biomedical Research Excellence (COBRE)

Grant Number: 1 P20 RR020152-01

Role on Grant: Individual Project PI (50% effort)

Funding Period: 9/01/04 – 5/31/09

Direct Costs (Total Grant Period): $796,598

This was a mentored program grant (program PI – Prescott Deininger, Ph.D., Tulane University) intended to provide support and mentoring for junior investigators to enable them to secure individual federal funding.  The major goals of my individual project are to identify the sites of phosphorylation on the myogenic transcription factor Pax3, to determine how phosphorylation regulates the biological activities of Pax3, and to analyze how the oncogenic fusion protein Pax3-FOXO1 present in the childhood solid muscle tumor Alveolar Rhabdomyosarcoma (ARMS) alters this normal regulation.  According to the guidelines of the COBRE award, my funding was relinquished upon securing my independent federal funding.  The work from this grant resulted in three novel inventions with pending patents.

3.
“The role of phosphorylation in the promotion of the solid muscle tumor Alveolar Rhabdomyosarcoma”


Funding Agency: Louisiana Board of Regents


Grant Number: 067A-04


Role on Grant: Primary Investigator (8% effort)


Funding Period: 6/01/04 – 6/30/07


Direct Costs (Total Grant Period): $51,798


The major goals of this project were to identify the sites of phosphorylation on the myogenic transcription factor Pax3 and the oncogenic transcription factor Pax3-FOXO1 and to initiate studies into the biological relevance of these phosphorylation events.

4.
“The development of a yeast one-hybrid assay for the identification of direct transcriptional targets of Pax3 and the oncogenic fusion protein Pax3-FKHR”


Funding Agency:  The Cancer Association of Greater New Orleans


Role on Grant: Primary Investigator


Funding Period: 1/1/04 – 12/31/04


Direct Costs (Total Grant Period): $13,856


The major goals of this grant were to develop a novel yeast one-hybrid assay to identify novel genomic regulatory elements that are directly bound by Pax3 and Pax3-FOXO1.  The work from this grant resulted three novel inventions with pending patents.

5.
“The American Association for Cancer Research Relocation Grant”


Funding Agency: The American Association for Cancer Research


Role on Grant: Primary Investigator


Funding Period: January 2006


Direct Costs: $1798.29


The major purpose of this funding was a one-time grant to provide money for relocation to allow me to regenerate supplies and reagents lost as a result of Hurricane Katrina

6.
“Inhibiting the molecular recognition of STAT3 by c-Src”

Funding Agency: The Louisiana Cancer Research Consortium, Pilot Incentive Program


Role on Grant: Primary Investigator


Funding Receipt Date: May 2006


Direct Costs: $25,000


The major purpose of this funding was a one-time grant for the successful submission of an application to the National Cancer Institute.  This money was provided for the submission of grant 1R03CA124932-01.  The major goals of this project were to examine the structural and mechanistic aspects that govern the interactions between the transcription factor STAT3 and the kinase c-Src.

7.
“Identifying direct transcriptional targets important in the development of cancer”

Funding Agency: The Louisiana Cancer Research Consortium, Pilot Incentive Program


Role on Grant: Primary Investigator


Funding Receipt Date: July 2006


Direct Costs: $25,000


The major purpose of this funding was a one-time grant for the successful submission of an application to the National Cancer Institute.  This money was provided for the submission of grant 1R21CA126881-01.  The major goals of this project were to develop novel techniques for the isolation of genomic regulatory elements that are specifically bound by a known transcription factor and to analyze how mutated factors present in cancer alter this binding and regulation.  The work from these funds resulted in two pending patents.

8.
“Identifying direct transcriptional targets important in the development of cancer”


Funding Agency: The Louisiana Cancer Research Consortium, Competitive Advantage Fund


Role on Grant: Primary Investigator


Funding Period: 9/1/07 – 10/31/08


Direct Costs: $50,000


The major purpose of this funding was to provide interim funding during the resubmission process for a grant that received a competitive score.  This money was provided for the original submission of grant 1R21CA126881-01 that received a priority score of 223.  The major goal of this project was to develop novel techniques for the isolation of genomic regulatory elements that are specifically bound by a known transcription factor and to analyze how mutated factors present in cancer alter this binding and regulation.  The work from these funds resulted in two pending patents.

9.
“The development of a novel yeast one-hybrid technique to identify genomic regulatory elements”


Funding Agency: The Louisiana Cancer Research Consortium Postdoctoral Fellow Support Fund


Funding Period: 7/1/06 – 6/30/07


Direct Costs: $52,900


The major purpose of this funding was to provide the salary and fringe benefits for my postdoctoral fellow, Kelly Johanson, Ph.D., to develop a project to apply for extramural funding.  The major goal of the project was to use the transcription factor Pax3 as the model to develop a novel yeast one-hybrid technique to isolate and identify novel genomic regulatory elements.  Work from these funds resulted in three novel inventions with pending patents.

Pending and planned funding:
1.
“Calcium regulation of Pax3 and Pax3-FOXO1 in myogenesis and Alveolar Rhabdomyosarcoma”


Funding Agency: National Cancer Institute (To be submitted no later than February 2010)


Funding Mechanism: R01


The aim of this proposal will be to examine the regulation of Pax3 and Pax3-FOXO1 by the calcium binding protein calmyrin, a known Pax3 regulatory protein, during myogenesis and in the development of Alveolar Rhabdomyosarcoma.

2.
“Mechanism of FOXO1 and STAT3 regulation in inflammation and the acute phase response”


Funding Agency: National Institute of Arthritis and Musculoskeletal and Skin Disease (To be submitted no later than February 2010)


Funding Mechanism: R21


The aim of this proposal is to examine the combined role of FOXO1 and STAT3 in the regulation of transcription in the acute phase inflammatory response and their contribution to such diseases as rheumatoid arthritis.

Non-funded applications (last three years)
1.
“Identifying direct transcriptional targets important in the development of cancer”


Funding Agency: National Cancer Institute


Funding Mechanism: R21 (Innovative Technologies for the Development of Cancer)


Role on Grant: Primary Investigator


Submission date: June 6, 2006


The major goal of this project was to develop a novel technique to identify genomic regulatory elements whose altered regulation contributes to the development of cancer.


NOTE: This grant received a priority score of 223 and was revised and resubmitted in the next eligible round of submission.

2.
“The Role of Phosphorylation in Alveolar Rhabdomyosarcoma”


Funding Agency: American Cancer Society


Funding Mechanism: Research Scholar Grant


Role on Grant: Primary Investigator


Submission date: April 2, 2007


The major goal of this project was to examine the regulation of Pax3 and Pax3-FOXO1 by phosphorylation and to determine the contributions this regulation makes to myogenesis and the development of Alveolar Rhabdomyosarcoma.


NOTE:  This grant was ranked 13th out of 51 grants.  This granting mechanism is explicitly for new investigators in the first six years of an independent research career.  Therefore, this submission was the last allowed for my eligibility.

3.
“Identifying direct transcriptional targets important in the development of cancer”


Funding Agency: National Cancer Institute


Funding Mechanism: R21 (Innovative Technologies for the Development of Cancer)


Role on Grant: Primary Investigator


Submission date: May 29, 2007


NOTE: This was a resubmission of the R21 listed above.  It received an improved priority score of 201. The program officer indicated that although the grant had scored well, it was not considered innovative enough for the specific RFA. I was recommended by the program officer to not resubmit.

4.
“Identifying direct transcriptional targets important in the development of cancer”


Funding Agency: Louisiana Board of Regents


Funding Mechanism: Research Competitiveness Subprogram (RCS)


Role on Grant: Primary Investigator


Submission date: September 11, 2007


The major goal of this project was to develop a novel technique to identify genomic regulatory elements whose altered regulation contributes to the development of cancer.


NOTE: I was denied funding from the Board of Regents because I had Federal extramural funds as part of the NIH COBRE mentored project grant. 

5.
“Identifying direct gene targets of insulin-responsive transcription factors”


Funding Agency: Juvenile Diabetes Research Foundation


Funding Mechanism: Innovative Grant


Role on Grant: Primary Investigator


Submission Date: March 3, 2008


The major goal of this project was to develop a novel technique to identify genomic regulatory elements that are alternatively regulated by insulin.


NOTE:  The reviewers stated that although the technique was novel and interesting, it was not considered innovative enough to fit the stipulations of the granting mechanism.  Recommendations were made to not resubmit.

6.
“Mechanism of regulation for the oncogenic Pax3-FOXO1 in Alveolar Rhabdomyosarcoma”


Funding Agency: National Cancer Institute


Funding Mechanism: R01


Role on Grant: Primary Investigator


Submission Date: June 5, 2008


The major goals of this project were to determine how phosphorylation regulates the biological activities of the myogenic transcription factor Pax3, identify the kinases that perform these phosphorylation events, analyze how the oncogenic fusion protein Pax3-FOXO1 present in ARMS alters this normal regulation, and characterize how phosphorylation contributes to the known ARMS phenotypes.


NOTE: This grant received a priority score of 255 with a percentile of 46.3.  This application was revised according the reviewers’ comments, was resubmitted and funded in the next eligible round of submission.

7.
“The analysis of altered gene expression in the development of muscle disease”


Funding Agency: National Institute of Arthritis and Musculoskeletal and Skin Disease


Funding Mechanism: R21


Role on Grant: Primary Investigator


Submission Date: June 15, 2008


The major goal of this project was to develop a novel technique to identify genomic regulatory elements that are alternatively regulated in muscle disease.


NOTE: The technique discussed in the proposal was developed by the time the grant reviews were released and the application was no longer and resubmission was not required.  I am presently formulating new lines of investigation from these techniques that will be developed into future grant applications (see “Pending and Planned Funding”).

8.
“Analysis of insulin and FOXO1 dependent altered gene expression in metabolic regulation and diabetes”


Funding Agency: American Diabetes Association


Funding Mechanism: ADA Research Program


Role on Grant: Primary Investigator


Submission Date: July 15, 2008


The major goal of this project was to develop a novel technique to identify genomic regulatory elements that are alternatively regulated by insulin and FOXO1.


NOTE: The technique discussed in the proposal was developed by the time the grant reviews were released and the application was no longer and resubmission was not required.  I am presently formulating new lines of investigation from these techniques that will be developed into future grant applications (see “Pending and Planned Funding”).

Research Review Committee: NONE

Inventions and Patents: 

1.
“System for pulling out regulatory elements in yeast”


Inventors: Andrew D. Hollenbach and Kelly Johanson


Status: Patent pending


US Patent application number: 11697113


Date of submission: April 5, 2007

2.
“pKAD genomic yeast one-hybrid library vector”


Inventors: Andrew D. Hollenbach and Kelly Johanson


Status: Patent pending


US Patent application number: 11697113


Date of submission: April 5, 2007

3.
“pSMAK601 genomic yeast one-hybrid bait vector”


Inventors: Andrew D. Hollenbach and Kelly Johanson


Status: Patent pending


US Patent application number: 11697113


Date of submission: April 5, 2007

4.
“System for pulling out regulatory elements in vitro”


Inventors: Andrew D. Hollenbach and Alpa Sidhu


Status: Patent pending


US Patent application number: 11697154


Date of submission: April 5, 2007

5.
“Anti-Pax3(p201) antibody”


Inventors: Andrew D. Hollenbach, Patrick J. Miller, and Kevin N. Dietz


Status: Patent pending


US Patent application number: 12477541


Date of submission: June 3, 2009

6.
“Anti-Pax3(p205) antibody”


Inventors: Andrew D. Hollenbach, Patrick J. Miller, and Kevin N. Dietz


Status: Patent pending


US Patent application number: 12477541


Date of submission: June 3, 2009

7.
“Anti-Pax3(p209) antibody”


Inventors: Andrew D. Hollenbach, Patrick J. Miller, and Kevin N. Dietz


Status: Patent pending


US Patent application number: 12477541


Date of submission: June 3, 2009

Papers Presented: 
Scientific Presentations at National and International Meetings:
1. Hollenbach, A. D., Sublett, J. E., McPherson, C. J., and Grosveld, G., “Transcriptional regulation of Pax3 by the co-repressor hDaxx,” The Gordon Research Conference on Cancer, Newport, RI, August 1998.

2. Hollenbach, A. D. Sublett, J. E., McPherson, C. J., and Grosveld, G., “The Pax3-FKHR oncoprotein is unresponsive to the Pax3 associated repressor hDaxx,” The First International Conference on Forkhead/Winged Helix Proteins, LaJolla, CA, November 1998.

3. Hollenbach, A. D., McPherson, C. J., and Grosveld, G., “Characterization of the repressive activity of the transcriptional co-repressor hDaxx,” Swiss Institute for Cancer Research (ISREC) Meeting on Cancer and the Cell Cycle, Lausanne, Switzerland, January 1999.

4. Hollenbach, A. D., McPherson, C. J., and Grosveld, G., “The calcium binding protein calmyrin inhibits Pax3 DNA binding,” The Gordon Research Conference on Biological Structure and Gene Expression, Meriden, NH, August 1999.

5. Johanson, K.E., Sidhu, A., and Hollenbach, A.D., “Identifying Transcriptional Targets in Cancer,” The American Society of Human Genetics, New Orleans, LA, October 2006.

6. Sidhu, A., Johanson, K.E., and Hollenbach, A.D., “In vitro Identification of FKHR (FOX01a) DNA Recognition Sequence,” The American Society of Human Genetics, New Orleans, LA October 2006.

7. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “FKHR (FOX01a) as a Model System for the Development of a Novel Technique to Isolate Genomic Regulatory Elements.” Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Midway, UT, January 2008.

8. Johanson, K. E., Sidhu, A., and Hollenbach, A. D., “Studies into the contribution of the FKHR (FOX01a) DNA binding domain to Pax3-FKHR DNA binding.” Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Midway, UT, January 2008.

9. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “Novel flanking sequences influence FKHR (FOX01a) binding affinity.” Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Midway, UT, January 2008.  

· This poster abstract was awarded a National Institute of Child Health and Human Development scholarship for Dr. Sidhu 

10. Dietz, K. N. and Hollenbach, A. D., “The myogenic transcription factor Pax3 is phosphorylated by casein kinase II in vitro.” New Directions in Biology and Disease of Skeletal Muscle, New Orleans, LA, April 2008.

11. Hollenbach, A. D., Miller, P. J., and Dietz, K. N., “Identification of the sites of phosphorylation on the myogenic transcription factor Pax3.” New Directions in Biology and Disease of Skeletal Muscle, New Orleans, LA, April 2008.

12. Johanson, K. E., Sidhu, A., and Hollenbach, A. D., “Studies into the contribution of the FKHR (FOXO1a) DNA binding domain to Pax3-FKHR DNA binding.” New Directions in Biology and Disease of Skeletal Muscle, New Orleans, LA, April 2008.
13. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “Novel flanking DNA sequences enhance FKHR (FOXO1a) binding affinity but do not alter DNA bending.” New Directions in Biology and Disease of Skeletal Muscle, New Orleans, LA, April 2008.

14. Dietz, K. N., Miller, P. J., and Hollenbach, A. D., “Phosphorylation of Ser205 by Casein kinase II persists on Pax3-FOXO1a, but not Pax3, throughout myogenic differentiation”, Annual Experimental Biology Meeting, New Orleans, LA, April 2009

15. Hollenbach, A. D., Miller, P. J., and Sidhu, A., “Transcriptional regulation of Ceruloplasmin by FOXO1A and IL-6”, Annual Experimental Biology Meeting, New Orleans, LA, April 2009

16. Hollenbach, A. D., Miller, P. J., and Dietz, K. N., “Phosphorylation of Ser205 by Casein kinase II persists on Pax3-FOXO1a, but not Pax3, throughout myogenic differentiation”, The EMBO Meeting, Amsterdam, The Netherlands, September 2009

Scientific Presentations at Local and Regional Meetings:
1. Sidhu, A., and Hollenbach, A. D., “In vitro Identification of FKHR (FOX01a) DNA Recognition Sequence,” Louisiana State University Health Sciences Center Graduate School Research Day, April 2007

2. Dietz, K. N., Miller, P. J., and Hollenbach, A. D., “Determination of the sites of phosphorylation on the myogenic transcription factor Pax3,” Louisiana State University Health Sciences Center Graduate School Research Day, April 2007

3. Sidhu, A., and Hollenbach, A. D., “Identification and characterization of Ceruloplasmin as a direct transcriptional target of FOXO1a,” Louisiana State University Health Sciences Center Graduate School Research Day, May 2008

4. Dietz, K. H., and Hollenbach, A. D., “The myogenic transcription factor Pax3 is phosphorylated by Casein Kinase II in vitro,” Louisiana State University Health Sciences Center Graduate School Research Day, May 2008

5. Dietz, K. N., and Hollenbach, A. D., “The myogenic transcription factor Pax3 is phosphorylated by casein kinase II in vitro.” The Louisiana Academy of Sciences Annual Meeting, Natchitoches, LA, March 2008

· This poster was awarded first place for the presentation by Kevin Dietz at the Louisiana Academy of Annual Sciences.

Seminars and Invited Presentations: (include visiting professorships)

Plenary lectureships at professional meetings/symposia: NONE

Seminars:

1. “Pax3 and Pax3-FKHR in Myogenic Differentiation and Alveolar Rhabdomyosarcoma” Tulane University Health Sciences Center, Department of Biochemistry, New Orleans, LA, November 2002

2. “Pax3 and Pax3-FKHR in Myogenic Differentiation and Alveolar Rhabdomyosarcoma” Summer Seminar Series, Louisiana Cancer Research Consortium NCI Research Internship, New Orleans, LA, June 2003

3. “Pax3 and Pax3-FKHR in Myogenic Differentiation and Alveolar Rhabdomyosarcoma” Louisiana State University Health Sciences Center, Department of Cell Biology and Anatomy, New Orleans, LA, November 2003

4. “Pax3 and Pax3-FKHR in myogenesis and Alveolar Rhabdomyosarcoma” Tulane University Health Sciences Center, Department of Pharmacology, New Orleans, LA, May 2004

5. “The role of phosphorylation in the regulation of Pax3 and the oncogenic fusion protein Pax3-FKHR” The Ohio State University, Department of Medical Genetics, Columbus, OH, December 2004

6. “The role of phosphorylation in the regulation of Pax3 and the oncogenic fusion protein Pax3-FKHR” Louisiana State University Health Sciences Center, Division of Gene Therapy, New Orleans, LA, January 2005

7. “Phosphorylation and the Regulation of Pax3 and Pax3-FKHR” Summer Seminar Series, Louisiana Cancer Research Consortium NCI Research Internship, New Orleans, LA, July 2006

8. “Pax3 and Pax3-FKHR in Alveolar Rhabdomyosarcoma” Stanley S. Scott Cancer Center, Louisiana State University Health Sciences Center, New Orleans, LA, October 2006

9. “A Tale of Two Factors: Pax3, FOXO1, and ARMS” Louisiana Cancer Research Consortium annual retreat, New Orleans, LA, February 2008

10. “A Tale of Two Factors: Pax3, FOXO1, and ARMS” Louisiana State University Health Sciences Center, Department of Microbiology, Immunology, and Parasitology, New Orleans, LA, March 2008

11. “FOXO1 and the Identification of Direct Transcriptional Targets”, Summer Seminar Series, Louisiana Cancer Research Consortium NCI Research Internship, New Orleans, LA, July 2008

12. “The regulation of Pax3 and Pax3-FOXO1 by phosphorylation” Seminar Series, Louisiana Cancer Research Consortium NCI Research Internship, New Orleans, LA, July 2009

CME lectures: NONE

Editorial Posts and Activities:

Journal editorships or associate editorships: NONE

Reviewer status:

Reviewer:
Protein Expression and Purification

Reviewer:
Nucleic Acids Research

University/Institutional Service:

Departmental committees:

2004
Member, Department of Genetics Admissions Committee

2009
Member, Department of Genetics Faculty Selection Committee

School of Medicine committees:

2006 – 2008
Member, Committee on Scholarships and Student Awards

2008 – present
Member, LSU School of Medicine Faculty Assembly

LSUHSC (campus) committees:

2006 – present
Member, The Graduate Faculty of the LSUHSC School of Graduate Studies

2007 – present
Member, The School of Graduate Studies Interdisciplinary Program Curriculum Committee

2008 – present
Member, The School of Graduate Studies Recruitment Committee

2009
Interviewer, The School of Graduate Studies Interdisciplinary Program Admissions Committee

Hospital committees: NONE

Professional society committees: NONE

Special assignments – ad hoc task forces/working groups, projects, etc:

2004
Reviser, The Department of Genetics Graduate Program Policies Handbook.  I was responsible for revising Departmental policies according to discussions during Departmental Faculty meetings.

2004
Co-creator, The Department of Genetics Information Flyer.  Along with Dr. Diptasri Mandal, I was responsible for developing the Departmental information flyer, which is dispersed at national meetings.

2007 – present
Member, Department of Genetics “GO” team.  As a member of the “GO” team, I am one of three departmental faculty members responsible for returning to New Orleans when requested by the Chancellor to evaluate and restore the campus following a hurricane emergency.

2008
Member, The Dean’s Initiative, Strategic Planning Committee on the Development of Successful Communications.  As a member of this committee, I served as one of two team leaders under the guidance of Dr. Patricia Molina. My responsibilities involved assigning tasks for the accumulation of information to develop recommendations to put forth to the Dean.  I also assisted Drs. Molina and Venuti in the editing and revising the final report.

2008
Reviewer, Technology Disclosure Committee

2009
Developer, The Department of Genetics Hurricane Emergency Preparedness policy.  I was responsible for developing our Departmental emergency policy for use in the event of an imminent hurricane.

2009
Organizer, The Department of Genetics Long-term and Emergency off-site storage facility.  I was responsible for procuring quotes and arranging policies for the Departments long-term and emergency off-site storage needs.

Clinical Service: (may elaborate details further on portfolio): Not applicable

Administrative Responsibilities: (must include some narrative description)

Departmental: 

2004 – present
Director, The Department of Genetics Second Year Qualifying Exam


As the director of the qualifying exam, I was responsible for developing and formalizing the procedures to be used for the Departmental Qualifying exam that is administered to Genetics students at the end of their second year of studies (on average 2 – 3 students per year).  The Departmental Qualifying Exam consists of the student writing a ten-page research proposal based on an NIH-funded abstract provided by the departmental faculty.  Appropriate faculty members read and review the proposal, the student revises the proposal, and the faculty provides a pass/fail grade dependent on the revisions. As director, I have the following responsibilities: 1) determining the schedule of the exam process each year; 2) collecting the abstracts from the Department of Genetics faculty; 3) reformatting the abstracts to maintain consistency between abstracts; 4) dispersing the abstracts to the students and informing them of the guidelines for the examination; 5) assigning the appropriate faculty members to grade the proposal; 6) reading all proposals to be aware of the students performance; 7) counseling the students during the exam process in the event of any issues, conflicts, or problems; 8) documenting and informing the Department Chair of all final grades.

School of Medicine: NONE

LSUHSC: NONE

Hospital: NONE

Interdisciplinary/other program (center or program): NONE

Community Service Activities: 
Spring 2007
Volunteer to assist in the development and execution of the St. Martin’s Episcopal School Advanced Placement Biology laboratory on the concept of restriction enzymes.

Spring 2007
Volunteer to assist in the development and execution of the St. Martin’s Episcopal School Advanced Placement Biology laboratory on the concepts of osmosis and diffusion.

Spring 2007
Volunteer to assist in the development and execution of the St. Martin’s Episcopal School Advanced Placement Biology laboratory on the concept of radioactive decay.

Spring 2007
Volunteer to assist in the development and execution of the St. Martin’s Episcopal School Advanced Placement Chemistry laboratory on the concept of radioactive decay.

Spring 2008
Volunteer to assist in the development and execution of the St. Martin’s Episcopal School General Biology laboratory on the concept of antibiotic resistance in bacteria.

Spring 2008
Volunteer to assist in the preparation of reagents needed for the St. Martin’s Episcopal School General Biology laboratory on the concept of diffusion.

2008 and 2009
Volunteer, poster judge for the Greater New Orleans High School Science Fair

Spring 2009
Volunteer, poster judge for the American Society of Biochemistry and Molecular Biology (ASBMB) Annual meeting undergraduate poster competition.

Spring 2009
Organizer and Volunteer, the LSUHSC Graduate School Program recruitment booth at the ASBMB annual meeting

Spring 2009
Organizer, the University of Delaware Alumni Dinner at the ASBMB annual meeting.

Books: NONE

Book Chapters: NONE

Videos and Multimedia: NONE

Scientific Exhibits: NONE

Journal Publications:

Refereed:

1. Lam, P. Y.-P., Sublett, J. E., Hollenbach, A. D. and Roussel, M. F. (1999) “The oncogenic potential of the Pax3-FKHR fusion protein requires the Pax3 homeodomain recognition helix but not the Pax3 paired-box DNA binding domain.”  Mol. Cell. Biol. 19, 594-601.

2. Hollenbach, A. D., Sublett, J. E., McPherson, C. J. and Grosveld, G. (1999) “The Pax3-FKHR oncoprotein is unresponsive to the Pax3-associated repressor hDaxx.”  EMBO Journal 18, 3702-3711.

3. Hollenbach, A. D., Dickson, K. and Washabaugh, M. W. (2002) “Overexpression, purification, and characterization of the periplasmic space thiamin-binding protein of the thiamin traffic ATPase in Escherichia coli.” Prot. Exp. Purif. 25, 508-518.

4. Hollenbach, A. D., Dickson, K. and Washabaugh, M. W. (2002) “Thiamin transport in Escherichia coli: the mechanism of inhibition by the sulfhydryl-specific modifier N-ethylmaleimide.” Biochim. Biophys. Acta. 1564, 421-428.

5. Hollenbach, A. D., McPherson, C. J., Lagutina, I., and Grosveld, G. (2002) “The EF-hand calcium-binding protein calmyrin inhibits the DNA-binding and transcriptional activity of Pax3.” Biochim. Biophys. Acta 1574(3), 321-328. 

6. Hollenbach, A. D., McPherson, C. J., Mientjes, E. J., Iyengar, R. and Grosveld, G. (2002) “Daxx and histone deacetylase II associate with chromatin through an interaction with core histones and the chromatin-associated protein Dek” J. Cell Sci. 115, 3319-3330.

7. Pritchard, C., Grosveld G. and Hollenbach, A. D. (2003) “Alternative splicing of Pax3 produces a transcriptionally inactive protein.” Gene 305, 61-69.

8. Miller, P. J. and Hollenbach, A. D. (2007) “The oncogenic fusion protein Pax3-FKHR has a greater post-translational stability relative to Pax3 during early myogenesis” Biochim. Biophys. Acta 1770(10), 1450 – 1458.

9. Bakkar, N., Wang, J., Ledner, K. J., Wang, H., Dahlman, J., Carathers, M., Acharyya, S., Rudnicki, M. A., Hollenbach, A. D., and Guttridge, D. C. (2008) “IKK/NF-kB Regulates Skeletal Myogenesis Via a Signaling Switch to Inhibit Differentiation and Promote Mitochondrial Biogenesis” J. Cell Biol. 180(4), 787 – 802.

10. Sidhu, A., Miller, P. J., Johanson, K. E., and Hollenbach, A. D. (2008) Novel flanking DNA sequences enhance FOXO1a DNA binding affinity but do not alter DNA bending. Biochemistry 47:6809-18.

11. Miller, P. J., Dietz, K. N., and Hollenbach, A. D. (2008) Identification of serine 205 as a site of phosphorylation on Pax3 in proliferating but not differentiating primary myoblasts. Protein Sci 17:1979-86.

12. Sidhu, A., Miller, P. J., and Hollenbach, A. D. (2009) “Transcriptional regulation of the acute phase protein ceruloplasmin by FOXO1a” Biochem. J. (manuscript submitted)
13. Dietz, K. N., Miller P. J., and Hollenbach, A. D. (2009) “Phosphorylation of Ser205 by Casein kinase II persists on Pax3-FOXO1a, but not Pax3, throughout myogenic differentiation” Biochemistry (manuscript submitted)

14. Sidhu, A. and Hollenbach A. D. (2009) “Development of a novel in vitro method for the isolation of genomic regulatory elements”, Biotechniques (manuscript submitted)

15. Kothandaraman, G., Bennett, C., Hollenbach, A. D., and Vaccaro, J. A. (2009) “Expression, purification, and steady state characterization of the autocatalytically processed mouse mammary tumor virus protease”, manuscript in preparation to be submitted to Virology.

16. Dietz, K. N., Miller, P. J., Iyengar, A. S., and Hollenbach, A. D. (2009) “Phosphorylation regulates the biological activities of Pax3 during myogenic differentiation” manuscript in preparation to be submitted to EMBO Journal.

17. Kothandaraman, G., Bennett, C., Hollenbach, A. D., and Vaccaro, J. A. (2009) “Pre-steady-state kinetic analysis of substrate hydrolysis by the mouse mammary tumor virus protease” manuscript in preparation to be submitted to Biochemistry.

Non-refereed: NONE

Abstracts: 
National and International Meetings:

1. Johanson, K.E., Sidhu, A., and Hollenbach, A.D., “Identifying Transcriptional Targets in Cancer.” 2006. The American Society of Human Genetics, Abstract #1214/A.
2. Sidhu, A., Johanson, K. E., Scioneaux, R. J., and Hollenbach, A. D., “The Development of Genomic SELEX for the Identification of Direct Transcriptional Targets of Pax3, FKHR and the Oncogenic Fusion Protein Pax3-FKHR.” 2006. The American Society of Human Genetics, Abstract #427/C.

3. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “FKHR (FOX01a) as a Model System for the Development of a Novel Technique to Isolate Genomic Regulatory Elements.” 2008. Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Abstract #113.

4. Johanson, K. E., Sidhu, A., and Hollenbach, A. D., “Studies into the contribution of the FKHR (FOX01a) DNA binding domain to Pax3-FKHR DNA binding.” 2008.  Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Abstract #115.

5. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “Novel flanking sequences influence FKHR (FOX01a) binding affinity.” 2008. Keystone Symposia: Forkhead Transcription Factor Networks in Development, Signaling and Disease, Abstract #209.

6. Dietz, K. N. and Hollenbach, A. D., “The myogenic transcription factor Pax3 is phosphorylated by casein kinase II in vitro.” 2008. New Directions in Biology and Disease of Skeletal Muscle, Abstract #77.

7. Hollenbach, A. D., Miller, P. J., and Dietz, K. N., “Identification of the sites of phosphorylation on the myogenic transcription factor Pax3.” 2008. New Directions in Biology and Disease of Skeletal Muscle, Abstract #78.

8. Johanson, K. E., Sidhu, A., and Hollenbach, A. D., “Studies into the contribution of the FKHR (FOXO1a) DNA binding domain to Pax3-FKHR DNA binding.” 2008. New Directions in Biology and Disease of Skeletal Muscle, Abstract #144.

9. Sidhu, A., Johanson, K. E., and Hollenbach, A. D., “Novel flanking DNA sequences enhance FKHR (FOXO1a) binding affinity but do not alter DNA bending.” 2008. New Directions in Biology and Disease of Skeletal Muscle, Abstract #145.

10. Dietz, K. N., Miller, P. J., and Hollenbach, A. D., “Phosphorylation of Ser205 by Casein kinase II persists on Pax3-FOXO1a, but not Pax3, throughout myogenic differentiation.” 2009. Annual Experimental Biology Meeting, Abstract #LB287.

11. Hollenbach, A. D., Miller, P. J., and Sidhu, A., “Transcriptional regulation of Ceruloplasmin by FOXO1a and IL-6.” 2009. Annual Experimental Biology Meeting, Abstract #LB199.

Appendix – Narrative of Research Interests:

My major research focus is the analysis of transcriptional regulation and its role in normal biological processes and the development of disease.  In particular, I am interested in determining how phosphorylation regulates the myogenic transcription factor Pax3 during muscle differentiation and how the oncogenic fusion protein Pax3-FOXO1, present in the childhood solid muscle tumor Alveolar Rhabdomyosarcoma (ARMS), alters this normal regulation to contribute to the development of ARMS.  I am also interested in identifying novel transcriptional targets of the winged-helix transcription factor FOXO1 to better understand its multiple biological functions.  My ongoing projects are as follows:

1.
Mechanism of regulation for Pax3-FOXO1 in ARMS


ARMS is frequently characterized by a t(2;13) chromosomal translocation resulting in the fusion of two transcription factors, Pax3 and FOXO1.  Alterations in Pax3 transcriptional activity resulting from its fusion to FOXO1 are believed to contribute to the Pax3-FOXO1-dependent development of ARMS. However, little is known about how post-translational modifications such as phosphorylation contribute to the regulation of Pax3 or Pax3-FOXO1.  Our long-term goal is to elucidate the molecular mechanisms regulating the transcriptional activities of Pax3-FOXO1 that may contribute to the development of ARMS.  Since very little is known about the regulation of Pax3 by phosphorylation, this project focuses on establishing a molecular mechanism for the regulation of Pax3 by phosphorylation in normal myogenesis.  The subsequent application of this model to Pax3-FOXO1 will provide critical information to understand the role of the fusion protein in the development of ARMS.  The ultimate aim of this project is to identify novel molecular targets that can be used to develop new therapies for the treatment of ARMS.


This project has been continuously funded since its inception in 2003.  I received funding from the Louisiana Board of Regents and I was included as one of the junior faculty members on the mentored project grant from the National Institutes of Health Centers of Biomedical Excellence (COBRE), under the directorship of Dr. Bronya Keats (LSUHSC) and Dr. Prescott Deininger (Tulane University Health Sciences Center). I successfully graduated from the NIH COBRE grant by obtaining an independent R01 award from the National Cancer Institute.  


Work from this project has resulted in three novel inventions (anti-Pax3[p201], anti-Pax3[p205], and anti-Pax3[p209] antibodies) for which patent rights have been applied.  In addition, several articles have been published, submitted, or are in preparation from the results of this project:

a. Miller, P. J. and Hollenbach, A. D. (2007) “The oncogenic fusion protein Pax3-FKHR has a greater post-translational stability relative to Pax3 during early myogenesis” Biochim. Biophys. Acta 1770(10), 1450 – 1458.

b. Miller, P. J., Dietz, K. N., and Hollenbach, A. D. (2008) Identification of serine 205 as a site of phosphorylation on Pax3 in proliferating but not differentiating primary myoblasts. Protein Sci 17:1979-86.

c. Dietz, K. N., Miller P. J., and Hollenbach, A. D. (2009) “Phosphorylation of Ser205 by Casein kinase II persists on Pax3-FOXO1a, but not Pax3, throughout myogenic differentiation” Biochemistry (manuscript submitted)

d. Dietz, K. N., Miller, P. J., Iyengar, A. S., and Hollenbach, A. D. (2009) “Phosphorylation regulates the biological activities of Pax3 during myogenic differentiation” manuscript in preparation to be submitted to EMBO Journal.


Work is currently ongoing to fully analyze the role of the kinases CKII and GSK3( in the phosphorylation of Pax3, fully characterize the regulation of Pax3 by phosphorylation during myogenesis, and to determine how Pax3-FOXO1 alters normal Pax3 regulation.

2.
Identification of genomic DNA elements directly bound and regulated by Pax3 and FOXO1.


In another project we are using Pax3 and FOXO1 as the model systems to develop two novel techniques to identify genomic DNA sequences directly bound and regulated by DNA binding proteins (DNA-BP). First, an in vitro method to Pull Out Regulatory Elements (PORE) (a modification of the genomic SELEX technique) uses a highly defined system by which a purified DNA-BP will be used to isolate regulatory elements present in a genomic library. Second, an in vivo PORE system (a modification of the yeast one-hybrid technique), uses a yeast-based tool to identify gene regulatory elements. In the yeast system a known DNA-BP will be co-expressed with a genomic library cloned into a yeast reporter vector. Interaction of the DNA-BP with a cloned cis-acting genetic element will activate expression of a selectable reporter gene. The regulatory elements bound to the DNA-BP can be subsequently recovered and sequenced. These tools will provide simple, affordable methods that can be used with any DNA-BP to screen any genomic library. The ability to effectively and affordably identify genomic regulatory elements would provide valuable information about the molecular mechanisms underlying normal biological functions as well as genetic disorders involving regulatory elements or DNA-BPs.


This project has received funding since its inception in 2003 from the Cancer Association of Greater New Orleans and the Louisiana Cancer Research Consortium.  Work from this project has resulted in four inventions (System for pulling out regulatory elements in yeast, pKAD genomic yeast one-hybrid library vector, pSMAK601 genomic yeast one-hybrid bait vector, and system for pulling out regulatory elements in vitro) for which patent rights have been applied.  In addition, we have established a working relationship with Dr. David Mead of Lucigen Corp. (Middleton, WI), who has demonstrated a strong interest in marketing these techniques when fully developed.


The in vitro PORE technique has been developed and a new project is being initiated from the results of the use of this technique (see below). Several articles have been published or submitted from the results of this project:

a. Sidhu, A., Miller, P. J., Johanson, K. E., and Hollenbach, A. D. (2008) Novel flanking DNA sequences enhance FOXO1a DNA binding affinity but do not alter DNA bending. Biochemistry 47:6809-18

b. Sidhu, A. and Hollenbach A. D. (2009) “Development of a novel in vitro method for the isolation of genomic regulatory elements”, Biotechniques (manuscript submitted)

c. Sidhu, A., Miller, P. J., and Hollenbach, A. D. (2009) “Transcriptional regulation of the acute phase protein ceruloplasmin by FOXO1a” Biochem. J. (manuscript submitted)


Work is ongoing to continue the development of the yeast PORE technique and to apply the in vitro PORE technique to Pax3.

3.
Analyze the activation of the of gene expression by FOXO1 and STAT3.

Through the development of the in vitro PORE technique, we identified the acute phase response protein Ceruloplasmin (Cp) as a direct transcriptional target of FOXO1.  Several lines of evidence, including the co-activation of FOXO1 and STAT3 by IL-6 in hepatic cells and the presence of STAT3 and FOXO1 DNA recognition sequences in close proximity in the proximal promoter regions of acute phase reactant genes such as Cp, support the hypothesis that FOXO1 and STAT3 may work in conjunction to activate Cp and other genes.  I am presently developing a new project to examine the mechanism by which FOXO1 and STAT3 act together to activate the expression of acute phase reactant genes during the inflammatory response in hepatic cells.  I intend on submitting a R21 grant application to the National Institute of Arthritis and Musculoskeletal and Skin Disease on this project no later than February 2010.  I also plan on hiring a postdoctoral fellow within the next year to assist me in the development and execution of this project.

4.
Determine the role of calcium in the regulation of Pax3 and Pax3-FOXO1 in myogenesis and ARMS.

I have previously demonstrated that the calcium binding protein calmyrin directly interacts with Pax3 and inhibits the DNA binding capability of Pax3 (Hollenbach, A. D., McPherson, C. J., Lagutina, I., and Grosveld, G. (2002) “The EF-hand calcium-binding protein calmyrin inhibits the DNA-binding and transcriptional activity of Pax3.” Biochim. Biophys. Acta 1574(3), 321-328).  However, despite this knowledge, the exact mechanism by which calmyrin inhibits Pax3 DNA binding, the role that calcium plays in this mechanism, the effects of both on myogenesis, along with the effects that calmyrin and calcium have on Pax3-FOXO1 and on the development of ARMS are still not known.  I am presently developing a new project to examine the mechanism by which calcium and calmyrin regulate Pax3 and Pax3-FOXO1 biological activities, and to determine the role that each plays in myogenesis and the development of ARMS.  I intend on submitting a R01 grant application to the National Cancer Institute no later than February 2010.  I have recently accepted a new graduate student into my laboratory who will address these questions as part of her thesis dissertation.

5.
Collaborations and Consulting.

I have established several collaborations and consultations as a result of the dissemination of my work through publications, invited seminars, and associations at LSUHSC and Tulane University Health Sciences Center.  These collaborations and consultations are as follows:

2003 – 2006
Joseph A. Vaccaro, Ph.D., Tulane University Health Sciences Center, Department of Biochemistry, “Mechanistic Studies of the Mouse Mammary Tumor Virus (MMTV) protease.”  As part of this collaboration I trained Dr. Vaccaro’s graduate student, Geetha Kotandaraman, Ph.D., in molecular cloning and I provided technical consultation in the expression and purification of the MMTV protease.  Two manuscripts are in preparation to be submitted to the journals Virology and Biochemistry as a result of this collaboration.

2004 
Roderick Corriveau, Ph.D., Louisiana State University Health Sciences Center, Department of Cell Biology and Anatomy, “The Role of an Evolutionarily conserved N-terminal acetyltransferase in Muscle Development.”  As part of this collaboration I cultured and differentiated mouse primary myoblasts and provided Dr. Corriveau with mRNA samples for the analysis of N-terminal acetyltransferase expression.

2004 – 2005
Joseph A. Vaccaro, Ph.D., Tulane University Health Sciences Center, Department of Biochemistry, “Analysis of the Mechanisms of Phosphorylation of STAT3 by c-Src.”  As a collaborator on this project I trained Dr. Vaccaro’s graduate student, Cecily Bennett, Ph.D. in molecular cloning and I provided technical assistance on the expression and purification of the baculovirus expressed c-Src protein and the bacterially expressed STAT3 protein and its mutants.

2003 – 2005
Denis Guttridge, Ph.D., The Ohio State University, Department of Medical Genetics, “IKK/NF-kB Regulates Skeletal Myogenesis Via a Signaling Switch to Inhibit Differentiation and Promote Mitochondrial Biogenesis.”  I served as a consultant to provide technical expertise and protocols for the isolation and purification of mouse primary myoblasts.  One manuscript was published as a result of this collaboration [J. Cell Biol. 180(4), (2008) 787 – 802].

2007
Melanie Ehrlich, Ph.D., Tulane University Health Sciences Center, Department of Biochemistry.  I served as a consultant to provide technical expertise and protocols for the isolation and purification of mouse primary myoblasts.

2008 – 2009
Allal Ouhtit, MPH, Ph.D., Louisiana State University Health Sciences Center, Department of Pathology (presently at Xavier University Department of Biology).  “The isolation of the CD146 extracellular receptor ligand.” As part of this collaboration I assisted in the cloning of a CD146 deletion mutant for use in the isolation of its extracellular receptor ligand.  I also provided Dr. Outit with technical consultation on molecular cloning and protein purification techniques.

2008 – present
Allal Ouhtit, MPH, Ph.D., Xavier University, Department of Biology. “Analysis of the CD44 dependent expression of the anti-apoptotic gene Survivin.”  Through this collaboration I trained Dr. Outit’s graduate student, Mohamed Abdroboh, in molecular cloning techniques.  I am also presently serving as the LSUHSC on-site advisor for Mohamed since Dr. Outit’s acceptance of a faculty position at Xavier University.
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